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ACTR2.h (Activin_recp Pkinase )
34854270.m {Activinirecp Pkinase g
27806337.m (Activin_recp Pkinase
31542104.m (Activin_recp Pkinase
18858251.d éAcuvm_recp Pkmase))
6680634.m (Activin_recp Pkinase )
27806201.m (Activin_recp Pkinase )
27721701.m (Activin_recp Pkinase )
24646871.f (Activin_tecp Pkinase )
31204703.i (Activin_recp Pkinase )
17552830.w (Activin recP Pkinase ) . i
MISR2.h (Activin_recp Pkinase )
13591890.m EActivinfrecp Pkinase g
21362359.m (Activin_recp Pkinase
BMPR2.h (Activin_recp Pkinase

- 34877050.m (Activin_recp Pkir)1ase)
~6680804.m (Activin_recp Pkinase )
24657172.f (Activin_Tecp Pkinase )
31213261.i

Activin_recp Pkinase )

13592111.m (Pkinase )
27363476.m (Pkinase )
27363474.m (Pkinase )

TGFbR2.h (Pkinase )
33504493.d (Pkinase?1 . i

ALK1.h (Activin_recp Pkinase )
11967973.m (Activin_recp Pkinase )
6752958.m (Activin_tecp Pkinase )
24111232.d (Activin_recp Pkinase )
ALK2.h (Activin_recp Pkinase )
28603794.m (Activin_recp Pkinase
13324702.m (Activin_recp Pkinase
40254649.m (Activin_recp Pkinase )

18858267.d (Activin_recp Pkinase')

24586379.f (Activin_recp Pkinase
24586381.f (Activin_recp Pkinase
31198399.i (Pkinase )

23613777.z (SAM Pkinase )

I 0.2 ]

— 17_532233.w'£Activin recp Pkinase )
28574646.f (Activin_recp P-mevalo_kinase Pkinase )
28574648.f EActivin_recp P-mevalo_kinase Pkinase g
28574650.f (Activin_recp P-mevalo_kinase Pkinase
28574652.f (Activin_recp P-mevalo_kinase Pkinase )
31202099.i (Activin_Tecp Pkinase )

BMPR1A.h (Activin_recp Pkinase )

13540661.m (Activin_recp Pkinase )

34877958.m (Activin_recp Pkinase )

753194.m (Activin_recp Pkinase ? . .

24371288.d (Activin_recp P-mevalo_kinase Pkinase )

BMPR1B.h (Activin_recp Pkinase )

34860824.m (Activin_recp Pkinase )

6680802.m (Activin_recp Pkinase )
18858371.d (Activin_recp Pkinasé )

17136926.f EActivin_recp Pkinase g

17136928.f (Activin_recp Pkinase

31197447.i EPkiD@SG ) .

31222746.1 (Activin_recp Pkinase )

31222755.i (Pkinase )

ALK7.h (Activin_recp Pkinase ) . .
20806129.m (Acfivin_recp P-mévalo_kinase Pkinase )
38074653.m (Activin re? P-mevalo_kinase Pkinase )
25145039.w (Activin_recp Pkinase )
[ lias TGFBR (Pkinase )

6678323.m (Activin_recp Pkinase )
FTGFbR1.h EActivinfrecp Pkinase g
6978443.m (Activin_recp Pkinase
27807121.m (Activin_recp Pkinase )
ALK4.h (Activin_recp Pkinase )
40385881.m (Activin_recp Pkinase )
18859447.d (Activin_recp Pkinase )
6680630.m (Activin_recp Pkinase )

[}

10470008.q (PB1 Pkinase )
83554819.q (PB1 Pkinase )

15219183.p éPBl Pkinase g
15219417.p (PB1 Pkinase
152268836;3 (PB1 Pkinase )

15219796.p (PB1 Pkinase )
15230168.p (Pkinase ) .
83593841.q (ACT DUF1162 PB1 Pkinase )

15232679.p (PB1 Pkinase )
AKO067771.q (Pkinase )
83544086.q (PB1 Pkinase )
15242791.p (PB1 Pkinase )
83515242.q (PB1 Pkinase )
r%%K496.h (Pkinase )

40556610.m (Pkinase’)
|—40807349.m f_kinase)
34880204.m (Pkinase )

I 71850021.q (Pkinase )
— 22331831.p (Pkinase )
= _| 30699436.p (LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR Pkinase )
32180007.q (Pkinase )
— MLKL.h (Pkinase ) o
38089459.m (Pkinase ubiquitin )
34851764.m (Pkinase )

L I

SgK288.h (Pkinase Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank )
34864605.m (Pkinase Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank )

27370420.m (Pkinase Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank )

ANKRD3.h (Pkinase Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank )

18129624.m (Pkinase Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank

34868038.m {Pkinase Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank 3

RIPK2.h (Pkinase CARD&
20336736.m (Pkinase CARD )
34867073.m (Pkinase CARD )
35903065.d (Pkinase CARD')
— RIPK1.h (Pkinase Death ?1
34875345.m (Pkinase Death )

34328467.m (Pkinase Death )
RIPK3.h (Pkinase )
_L_E21326477.m Pkinase )
9910534.m (Pkinase )
17541454.w (Pkinase )
—| - ——17564116.w (Pkinase )
18858599.d (Ephrin_lbd fn3 fn3 Pkinase SAM )

CYGD.h (ANF _receptor Pkinase Guanylate_cyc )
27806995.m (ANF_receptor Pkinase Guanylafe “cyc )
13242283.m (ANF_receptor Pkinase Guanylate_cyc )

6680135.m (ANF_receptor Pkinase Guanylaté_cyc’)

14 Nuanudata Aua )

=\ b (AN cAafantar Dlinann




besttree

ThuMar 417:29:27 2004 Page2of 4

27806995.m (ANF_receptor Pkinase Guanylafe “cyc )
13242283.m (ANF_receptor Pkinase Guanylate_cyc )
6680135.m (ANF_receptor Pkinase Guanylate_cyc’)
CYGF.h (ANF_receptor Pkinase Guanylate c¥c)
27806997.m (ANF_receptor Pkinase Guanylate_cyc )
16758684.m XANF_receptor Pkinase Guanylate_cyc)
38086777.m (ANF_Teceptor Pkinase Guanylate_cyc )
18543337.m (ANF_receptor Pkinase Guanylate_cyc )
24644018.f (Pkinase Guanylate_cyc )
31198009.i (Pkinase Guanylate_cyc )

HSER.h %ANF receptor Pkinase Guanylate_cyc )

27806993.m (ANF_receptor Pkinase Guanylate cyc )
3808538O.m'£ANF7recept0r Hpr_kinase_N Pkinase Guanylate_cyc )

6981000.m (ANF_receptor Hpr_kinase_N Pkinase Guanylate_cyc)

ANPa.h (ANF_receptor Pkinase Guanylate CP/C )
34328514.m (ANF_receptor Pkinase GuanyTafe_cyc )
6981280.m (ANF_receptor Pkinase Guanylate_cyc )
ANPb.h (ANF_receptor Pkinase Guanylate_cyc')
16758694.m X—\NF_receptor Pkinase Guanylate_cyc)
28916675.m (ANF_Teceptor Pkinase Guanylate_cyc )
27806517.m (ANF_receptor Pkinase Guanylate_cyc )

24656567.f (ANF_receptor Pkinase Guanylate_cyc
24656571.f (ANF_receptor Pkinase Guanylate_cyc
31211641.i S\ANF_receptor Pkinase Guanylate_cyc )
32562827.w (ANF_Teceptor Pkinase Guanylate cyc )
24647268.f (ANF_receptor Pkinase Guanylate_cyc )
31197687.i (ANF_receptor Pkinase Guanylate_cyc )
_:28574512._f (ANF_receptor Pkinase Guanylate_cyc )

31237333.i (ANF__receptor Pkinase Guanylate “cyc )
32563952.w (ANF_receptor Pkinase Guanylate cyc)
17534655.w (ANF_receptor Pkinase Guanylate_cyc )~
17534649.w (ANF_receptor Pkinase Guanylate_cyc )
17534651.w (ANF_receptor Pkinase Guanylaté_ cyc')
17534653.w (ANF_receptor Pkinase Guanylate_cyc )
17534657.w (ANF_receptor Pkinase Guanylate_cyc )
17561794.w (ANF_receptor Pkinase Guanylate_cyc')
17561796.w (ANF _receptor Pkinase Guanylate_cyc )
17561800.w (ANF_receptor Pkinase Guanylate cyc )
17561802.w (ANF receptor Pkinase Guanylate cyc )
32563666.w (ANF_receptor Pkinase Guanylaté_cyc )
17561798.w (ANF_receptor Pkinase Guanylate_cyc )

17561804.w (ANF_recepfor Pkinase Guanylate_cyc )

17540894.w éANF receptor Pkinase Guanélate_cyc )
17540896.w (ANF_receptor Pkinase Guanylate_cyc )
17540898.w (ANF_receptor Pkinase Guanylate_cyc )
32563954.w (ANF_recepfor Pkinase Guanylate_cyc )

17540900.w (ANF_receptor Pkinase Guanylate_cyc )
17568383.W£ANF receptor Pkinase Guanylate_cyc )
17540902.w (Pkinase Guanylate_cyc
32566183.w (ANF_receptor Pkinase Guanylate_cyc )
17559160.w (Pkinase Guanylate_cyc )
17534661.w (ANF_receptor Pkinase Guan?flatefcyc )
17534665.w (ANF_receptor Pkinase Guanylate_cyc )
17568387.w (ANF_receptor Pkinase Guanylate_cyc )
24663839.f (ANF_receptor Pkinase Guanylate_cyc )
24663843.f (ANF_receptor Pkinase Guanylate_cyc )
31239917.i (ANF_receptor Pkinase Guanylate_cyc )

17534659.w (ANF_receptor Pkinase Guanylate_cyc )
E2466694o,f xANF_receptor Pkinase Guanylate_cyc )
31239915.i (ANF_Teceptor Pkinase Guanylate_tyc )
L 120514776.m (ANF _receptor Pkinase Guanylate_cyc )
38085201.m (Pkinase Guanylate_cyc )
ILK.h (Ank Ank Ank Pkinase L
19173772.m (Ank Ank Ank Pkinase )
6754342.m (Ank Ank Ank Pkinase
24667933.f iAnk Ank Ank Pkinase 3
31218174.i (Ank Ank Ank Pkinase )
17554382.w (Ank Ank Ank Pkinase )
15219517.p (Pkinase )
22329643.p (Pkinase)
AK100319.q (Pkinase )
56250015.q (Pkinase )
83600536.q (Pkinase )
83622217.q (Pkinase )
18390931.p (Pkinase )
22326737.p (Pkinase )
83511110.q (Pkinase )
67730003.q (Pkinase )
38490006.q (Pkinase )
15242848.p EPkmase ;
30680171.p (Pkinase
15233846.p (Pkinase )
u 82030016.qg (Pkinase &
18416060.p (PAS Pkinase )
30686028f (PAS Pkinase )
5227972.p (Pkinase )
18411001.p ﬁPkmase ;
30694847.p (Pkinase
51500016.q (Pkinase )
30684784.p (Pkinase )

16805003.z (SAM Pkinase )
15230753.p (PAS Pkinase )

15230754.p EPAS PAC Pkinase )
15230755.p (PAS Pkinase )
74530011.q (PAS Pkinase )

83593563.q (PAS Pkinase )

18408889.p (PAS Pkinase )
22327668.p (Pkinase )h . .
ARAF.h (RBD DAG_PE-bind Pkinase )
27545181.m ERBD DAG_PE-bind Pkinase
11968120.m (RBD DAG_PE-bind Pkinase
RAF1.h 8RBD DAG_PE-bind Pkinase )
18497290.m (RBD DAG_PE-bind Pkinase )
6981458.m (RBD DAG_PE-bind Pkinase )

40538760.d (RBD DAG_PE-bind Pkinase )
BRAF.h (I.RBD DAG_PE-bind Pkinase )
34855567.m (Pkinase )
38083943.m (RBD DAG_PE-hind Pkinase )

SgK307.h {Ank Ank Pkinase )
|_L[138782 5.m (Pkinase )
| 34873268.m (Ank Ank Pkinase %’ X
3 .m (Ank Ank Pkinase )

32565699.w @BD DAG_PE-bind Pkinase )
17933524.f (RBD DAG_PE-bind Pkinase )
31228968.i (RBD DAG_PE-bind Pkinasep%(,
KSR1.h (DAG_PE-bind Pkinase )

KSR2.h (DAG_PE-bind Pkinase )
7305215.m (Death DAG_PE-bind Pkinase )
34872860.m (DAG_PE-bind Pkinase )
24644248 f (SAM DAG_PE-bind Pkinase )
31242421.i (DAG_PE-bind Pkinase )

17568897.w (DAG_PE-bind Pkinase )
_LZSMQ 75.W (DAG_PE-bind PKinase )
25149878.w (DAG_PE-bind Pkinas

e% .
— SgK493.h (Pkinase )
TESK1.h (Pkinase )
13928784.m EPkinase}
31543857.m (Pkinase

134862016.m (Pkinase )
r TESK2.h (Pkinase )
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1ESKL.N (PKINase )
13928784.m EPkinase g
31543857.m (Pkinase
TESK2.h (Pkinase )
19173754.m (Pkinase )
31981902.m (Pkinase )
24648121.f Pkinasez
31208047.i (Pkmase)
LIMKl h (LIM LIM PDZ Pkinase )
3929022.m (LIM LIM PDZ Pklnase)
6754548 m (LIM LI M PDZ Pkinase )
LIMK .h (LIM LIM PDZ Pkinase )
4550.m iLIM LIM PDZ Pkinase )
24641559 f (LIM LIM PDZ Pkinase )
24641561.f {LIM LIM PDZ Pkinase )

24641563.f (PDZ Pkin
31240777.i (LIM LIM PDZ PI3 _Pl4_kinase Pkinase )
AK073747.q (ACT Pkinase SAM )
15227883.p (ACT Pkinase )
22329194.p (ACT Pkinase )
AK072690.q (ACT Pkinase )
AK103704.g (ACT Pkinase SAM )

18420244.p (A T Pkinase )
AK066198 q6 (ACT Pkinase )

AK067246.q (ACT Pkinase )
83525524 qgngmase ) .

50943.q (PPR PPR PPR PPR Pkinase )

83590564.q (ACT Pkmase )
237684.p (Pkinase )
30681763 p (Pkinase )
AK102156.q (Pkinase )
14770026.q (Pkinase )
AK108130.q (Pkinase )
AK107217.q (Pkinase’)
15232131.p EPklnase g
15240597.p (Pkinase

867.q (Pk\r)wase )
AK109696. %éPkmase E<
51320008.q (Pkinase )
15233574, g( Pkinase )
18403507.p (Pkinase )
52870018.q (Pkinase )
15232197. p Pkinase )
15237443.p (Pkinase )
30679428.p %Pkmase g
AK103264.q (Pkinase
15230295.p (Pkinase )
15230296.p (Pkinase’)
15240070.p (Pkinase )
15240630.p (Pkinase )
— AK067412. % Pkinase )
15220773.p (Pkinase )
49770027. q (Pkinase )
83603491.q (Pkinase )
83500074.q (Pkinase )
15232680.p (Pkinase )
18424175.p (Pkinase )
AK102467.q (Pkinase )
AK067065 q (Pkinase’)
47490019.q (Pkinase )
AK099003.q (Pkinase )
53810018. % (Pkinase )
AK101327.q (Pkinase )
37750007.q nglnase g
15235845.p (Pkinase
18400528.p (Pkinase )
HH498.h (Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank Pkinase )
32401467.m (Ank Ank Ank Ank Ank Ank Ank Ank Ank Ank Pkinase )
17552278.w (Ank Ank Ank Ank Ank Ank Ank Ank Ank Pkinase )
_‘—_15223025 p (Ank Pkinase )
58500020.q (Ank Pklnase)
15225139 p (Ank Ank Pkinase )
AK099756.q.(Ank Ank Ank Pkinase )
15232181. p (Ank Pkinase )
30689517&9 (Ank Ank Pkinase )
(Ank Ank Pkinase )
18411024.p (Ank Ank Ank Pkinase )
18415205.p iAnk Ank Ank Pkinase )
409.p (Pkinase )
15238163.p (DUF1221 Pkinase )
18408017.p (DUF1221 Pkinase )
AK107091.q EDUF1221 Pkinase
27080001.q (DUF1221 Pkinase
—17550630.w (F5_F8_type_C Pkinase ) .
32476378.b (Pkinase )

30688440.p (Pkinase PP2C )
50140019.q (Pkinase )
Pkinase )

9910444 m (nglnase
34866009.m (Pklnase )
LI 19923707.m (Pkinase )

15228744.p Pkmasef
15241127.p (Pkinase

15229843.p (Pkinase )

AK100426.q (Pkinase’)
AK100930.q (Pkinase )

15237174.p (Pkinase )
30693513f (7Pk|nase )
Pkinase )
AKO71924 g (Pkinase )

15230184.p &Pkmase )
30694495.p (Pkinase )
18402506.p (Pkinase
18422160.p (Pkinase

30697068.p (Pkinase
géPkmase f

AKO073772.q (Pkinase )
AKO70490 g (Pkinase )

72014. Pkmase
30696620 p (P mase
22331670.p (Pkinase Choline_kinase )
AK070061.q (Pkinase )

Wnk1.h (?3 inase )
16758634.m SPklnase g

38424077.m (Pkinase

Wnk2. h& 2
34874032.m (P inase )

24668202.f (Pklnase PAS)
31239441.i (Pkinase )
32565651.w (Pkinase )
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A R
24668202.f (Pkinase PAS)
31239441.i (Pkinase )
32565651.w (Pkinase )
32565653.w (Pkinase'\} .
RBP1.h (Pkinase )

22219434.m (Pkinase )
34866843.m (Pkinase )
NRBP2.h (Pkinase )

31224689.i (Pkinase )
24644388.f(7 kinase )
17507967.w (Pkinase )

—15604864.b (Pkinase DUF323 )

19173602.y (Pkinase )
ZAK.h (Pkinase SAM )

12746436.m (Pkinase' SAM )

34855187.m (Pkinase SAM )

30017393.m (Pkinase )

15597698.b (LRR LRR LRR LRR LRR Pkinase
FZ4375503b (LRRLRRLRRLRR L

| 28870332.b (LRR LRR LRR LRR LRR LRR Pkin
32410365.y (LRR LRR LRR LRR LRR LRR

SH3 Pkinase )

MLK1.h & e
28893571.m (SH3 Pkinase )
MLK4.h (SH3 Pkinase )

21704224.m (SH3 Pkinase
34851915.m (SH3 Pkinase
MLK3.h (SH3 Pkinase )
_|31543234.m (SH3 Pkinase )
34861469.m (SH3 Pkinase )
MLK2.h (SH3 Pkinase )
27676716.m (SH3 Pkinase )
38086168.m (SH3 Pkinase )

24640536.f (SH3 Pkinase )
31206511.i (SH3 Pkinase )

125149255 (SH3 Pkinase )
25149258.w (SH3 Pkinase )

J

17542490.w (Pkinase )

17537429.w (Pkinase )

LZK.h (Pkinase )

inase
31543236.m &Pki_nase

6981716.m (Pkinase

17507127.w (Pkinase )
28574822.f (Pkinase Hpr_kinase_N)
28574824.f EPkinase Hpr_kinase_N }
28574826.f (Pkinase Hpr_kinase_N
31217781.1 (Pkinase )
- 23619416.z (SAM Pkinase )

TAKL1.h (Pkinase )
27881429.m EPkinase
34867104.m (Pkinase

38090629.m (Pkinase )
17647993.f (Pkinase )

— 24649132.f (Pkinase )
31206007.i (Pkinase )
——17544328.w

|—24648518.f (Pkinase ) .
{ 21312828.m (Pkinase )
23612315.z (CARD Pkinase )
—(————————— 12044961.b (Pkinase )
1582915

Pkinase
Pkinase

— 17508441.w

'~ 15835040.b (Pkinase DUF323 )

RR Pkinase )
ase )
Pkinase )

6.b (Pkinase )
| 236123509,z (Pkinase )
L ——31201641.i (Pkinase )

HRIps.h (Pkinase )
48060001.q (Pkinase )
13365563.q (Pkinase )
15217467.p (Pkinase

31210281.)i (Pkinase )
34861483.m (Pkinase )

15805561.b (Pkinase )
— -
39935176.b (Pkin

—15806232.b (Pkinase )
_:298288041) (1Pkinase )
29831851.b (Pkinase )
P
l(—’kinase)
15806262.b (Pkinase
2122071
23465491.b (Pkinase )
39936263.b (PP2C Pkinase )

_rzgs31644.b kinase
32141186.b ( )
0!
4.b (Pkinase WD40 \}\/D4O )
32476268.b (Pkinase )

(Pkinase
74145.y (

=——23619489.z (Pkinase His_kinase )
20956294.m (Pkinase )
39952305.y (Pkinase’)
31201761.i (PBD5 Pki
-

nase L
24653187.f (Pkinase )

32410025, ’3 _ _
39 kinase Gly_kinase Ank Ank )

31198653.i Pkinasep)k_
— 32408271.y (Pkinase)
=——39952291.y (Pkinase )

|
| { 16763284.b (Pkinase )
29144763.b (Pkinase )

— AK068750.q (Pkinase )

15240646.p (zf-C3HC4 Pkinase Ank Ank

L| 22329080.p EPkinase
30689316.p (Pkinase
LRRK1.h (Ank Ank LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR Pkinase )
34857193.m (LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR Pkinase

24648474_.ka
31204801.i (Ank Ank Ank Ank Ank Ank LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR

AK110452.q (Pkinase )
LRRK2.h (LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR Ras Pkinase PB1)
|.|— 13385190.m PkinaseR? .
34867735.m (LRR LRR LRR LRR LRR LRR LRR LRR Ras Pkinase PB1)
PBK.h (Pkinase )
34875208.m (Pkinase )

38078332.m (Pkinase )
12963575.m (Pkinase )

]

L __24649724.f (WSC fn3 Pkinase
24649726.f (Pkinase ) )

—23613778.z (Pkinase )

23613780.z (Pkinase )

19115558.y (Pkinase )

32415567.y (Pkinase GAF HisKA HATPase_c Response_reg )
ase APS_kinase GHMP_kinases GAF HisKA HATPase_c )

Ank Ank Ank Ank Ank Ank )

nk Ank Ank Ank Ank Ank LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR Pkinase )

Pkinase )

32563671.w (Ank Ank Ank Ank Ank Ank LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR LRR Pkinase )

18859929.f (Pkinase ) o
31204089.i (Pkinase )
152196758 (LRR LRR LRR LRR LRR LRR LRR Pkinase )
AK102540.q (Pkinase )
I - 17539890.w (Pkinase )
t———25149828.w (Pkinase )
17532277.w (Pkinase TBC )



